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Human Cancer Models Initiative (HCMI) Program

= International consortium established by:
= National Cancer Institute (NCI)
= Cancer Research UK (CRUK)
= Wellcome Sanger Institute (WSI)
= Hubrecht Organoid Technology (HUB) g | o

Hinxton, United Kingdom Utrecht, Netherlands

T~

“—

Cancer Research UK \[\\é}; P

London, United Kingdom —

= The consortium’s objective is to provide next-generation ‘ |
cancer models derived from patient tissues as a scientific o R
community resource.
= provide models derived from a range of tumor types
= models are associated with clinical and molecular
characterization data

= models along with associated data will be broadly
available to the scientific community

) NATIONAL CANCER INSTITUTE



NCl-supported Cancer Model Development Pipeline

Tissues

*Model development
*Nucleic acid isolation

Clinical Data

*Controlled vocabulary
Case Report Forms
(CRFs)

*Enrollment

*Follow-up (at least 3
months)

*Quality checked

*Mapped to GDC
dictionary

Molecular
Characterization

*RNA-seq: parent tumor
and derived model

*15X-30X WGS: normal
tissue, parent tumor,
and derived model

*150X WXS: normal
tissue, parent tumor,
and derived model

*DNA methylation array:
subset of derived
models and parent
tumor

Data Storage and
Harmonization

* Data are harmonized
and analyzed through
GDC'’s analytical
pipeline

» All available case-
associated data are
stored at GDC
(clinical, biospecimen,
and molecular
characterization)

https://www.cancer.gov/ccg/research/functional-genomics/hcmi/about/cancer-model-development

HCMI Next-Generation
Cancer Models as a
Community Resource

« Distributed through
ATCC

*« HCMI Searchable
Catalog provides a
database of available
models

m NATIONAL CANCER INSTITUTE



https://www.cancer.gov/ccg/research/functional-genomics/hcmi/about/cancer-model-development

HCMI Resources

HCMI Searchable Catalog: https://hcmi-searchable-catalog.nci.nih.gov
Office of Cancer Genomics HCMI Resources: https://www.cancer.gov/ccg/research/functional-
genomics/hcmi/using-hcmi
= Cancer-specific Case Report Forms
= |[nformed Consent Template
= HCMI Searchable Catalog User Guide
Model Distributor: www.atcc.org/hcmi
= HCMI models, protocols, and standardized reagents
Genomic Data Commons (GDC): https://portal.gdc.cancer.gov/projects/HCMI-CMDC
= Clinical, biospecimen, and molecular characterization data

) NATIONAL CANCER INSTITUTE


https://hcmi-searchable-catalog.nci.nih.gov/
https://www.cancer.gov/ccg/research/functional-genomics/hcmi/using-hcmi
https://www.cancer.gov/ccg/research/functional-genomics/hcmi/using-hcmi
http://www.atcc.org/hcmi
https://portal.gdc.cancer.gov/projects/HCMI-CMDC

HCMI

esources — Case Report Forms

Case Report Forms

Human Cancer Models Initiative's (HCMI) cancer type specific case report forms (CRFs) have been developed through collaborations
with international clinical experts and the clinical data elements have been standardized through the Cancer Data Standards Registry
and Repository (caDSR). As the tumor types modeled through the HCMI are constantly updated, be sure to check back regularly for
additional or updated CRFs.

Please note that in some cases, it is possible to collect tissues from different tumor sites(e.g., primary, metastatic, or recurrent) from
the same patient for model development. New CRFs capture information about multiple models developed from the same
patientwithin a single form. The multiple model CRFs are designated with "-multi" within the file name. Versioning is used if there are
any subsequent edits to the CRFs.

The cancer types that are not highly represented in the HCMI models are considered “rare” by HCMI, however, they may not be
considered “rare” based on their representation among cancer incidence rates. The “Rare Cancer CRFs” are being used to capture
clinical data for these cancer types: Bladder Cancer, Chordoma, Epithelioid Sarcoma, Extrahepatic Cholangiocarcinoma, Gallbladder
Cancer, Spindle Cell Sarcoma, Small Intestine Cancer, and Thyroid Cancer.

Enroliment Forms
The enroliment CRFs data are collected at the time of patient index date, which includes initial pathologic diagnosis, sample
procurement, or first patient visit.

« Ampulla of Vater-multi Enrollment CRF
« Brain-multi Enrollment CRF

« Breast-multi Enrollment CRF

Colorectal-multi Enrollment CRF
« Endometrium-multi Enroliment CRF

« Esophageal-multi Enrollment CRF

Ewing Enrollment CRF

Glioblastoma-multi Enrollment CRF

Head and Neck-multi Enroliment CRF

HCC and Intrahepatic-multi Enrollment CRF

Kidney-multi Enrollment CRF

Lung-multi Enroliment CRF

* Melanoma-multi Enroliment CRF

Mesothelioma-multi Enroliment CRF

Neuroblastoma Enrollment CRF

Neuroendocrine Enroliment Suppl CRF

Osteosarcoma Enroliment CRF

Ovarian-multi Enroliment CRF

Pancreas-multi Enroliment CRF

Pediatric Liver Enrollment CRF

Prostate-multi Enrollment CRF

Rare-multi Enroliment CRF
« Rhabdomyosarcoma-multi Enroliment CRF
« Stomach-multi Enrolliment CRF

* Wilms Enrollment CRF
Follow-up Forms

The follow-up CRF data are collected at least 3 months after enroliment data collection following model establishment.

V1.0

Tissue Source Site (TSS) Name:
Completed By:

Enroliment: Brain

HCMI Identifier (ID3):

Completion Date (MM/DD/YYYY):

Form Notes: An Enroliment Form should be completed for each HCMI case upon qualification notice from Leidos. All information provided on this
form should include activity from the Date of Initial Pathologic Diagnosis to the most recent Date of Last Contact with the patient. This form
should be used for the following Brain Cancers: Embryonal Tumor, Medt

Diffuse Midline Glioma, and Lower Grade Glioma.

Question | Question Text

Data Entry Options

CDE ID

Text

1 1D2

2003301

Provide the patient's ID2 (this ID will
only be used by IMS for internal
quality control).

2 D3

5845012

Provide the HCMI-specific
anonymized ID (ID3).

3 Index date

O Initial pathologic diagnosis
O sample procurement
O First patient visit

6154722

Select the reference date used to
calculate time intervals (e.g. days to
treatment). Date of initial pathologic
diagnosis is the HCMI standard and
should be used unless it is unavailable.
If an alternative index date is used,
indicate it here and use it for all interval
calculations.

Patient

4 Number of days from
index date to date of
last contact

3008273

Provide the number of days from
the index date to the date of last
contact.

5 Patient age on index
date

6379572

Provide the age (in days) of the
patient on the index date.

Note: If the patient's age is greater
than 32,872 days (90 years), please
enter 32,872.

6 Gender

O Male
O Female
O Unspecified

2200604

Provide the patient's gender using
the defined categories. Identification
of gender is based upon self-report and
may come from a form, questionnaire,
interview, etc.

7 Height

649

Provide the patient's height, in
centimeters.

8 Weight

651

Provide the patient's weight, in

9 Body mass index (BMI)

2006410

If the patient's height and weight
are not collected, provide the
patient's body mass index (BMI).

10 Race

American Indian or Alaska Native

Asian

Black or African American

Native Hawaiian or other Pacific Islander
White

Unknown

Not reported

ooooooo

2192199

Provide the patient's race using the
defined categories.

American Indian or Alaska Native: A
person having origins in any of the
original peoples of North and South
America (including Central America),
and who maintains tribal affiliation or
community attachment.

Asian: A person having origins in any of
the peoples of the Far East, Southeast
Asia, or in the Indian subcontinent
including, for example, Cambodia, China,
India, Japan, Korea, Malaysia, Pakistan,
the Philippine Islands, Thailand, and
Vietnam.

Black or African American: A person
having origins in any of the black racial
groups of Africa.

Native Hawaiian or other Pacific
Islander: A person having origins on any
of the original peoples of Hawaii, Guam,
Samoa, or other Pacific Island.

White: A person having origins in any of
the original peoples of Europe, the
Middle East, or North Africa.

Page 1 of 25

https://www.cancer.gov/ccg/research/functional-genomics/hcmi/using-hcmi
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https://www.cancer.gov/ccg/research/functional-genomics/hcmi/using-hcmi

HCMI Searchable Catalog Resource

Objective: develop a public-facing online catalog to query and identify HCMI next-generation
cancer models available to the research community

 The HCMI Searchable Catalog contains model information (e.g. model type), clinical data (e.g.
clinical diagnosis, primary site, etc.), distributor information (e.g. images), and molecular
characterization data information.

Developed by OICR (NCI-sponsored FNLCR managed subcontractor)
= Work in progress and will contain model data from all consortium members
HCMI Searchable Catalog: https://hcmi-searchable-catalog.nci.nih.gov

m> NATIONAL CANCER INSTITUTE


https://hcmi-searchable-catalog.nci.nih.gov/

anding Page: Includes

Human Cancer Models Initiative

4 Search By Model Name
e.g. HCM-BROD-0051-C64, ...

Vv Search By Altered Gene(s)
e.g. BRAF, EWSR, ...

Vv Search By Research Somatic Variant
e.g. BRAF V60OE, IDH1 R132H, ...

4 Primary Site

() Pancreas 51
3 Brain 50
[ colon 47
() Esophagus 36
© 22 More

> Research Somatic Variant Type

¥

Consequence

v

Model Type

+

Has Multiple Models

v

Acquisition Site

¥

Clinical Tumor Diagnosis

¥

Clinical Stage Grouping

+

Histological Subtype

+

Histological Grade

¥

Age At Diagnosis (Years)

¥

Gender

Available Molecular
Characterizations

¥

¥

Neoadjuvant Therapy

+

Chemotherapeutic Drug List Available

¥

Licensing Required For Commercial Use

> Race

Use the filter panel on the left to customize your model search.

Models By Primary Site

Has Multiple Models

2D Versus 3D Growth

All Available Models to Query

Searchable Catalog

< SHARE EW LIST

Most Frequently Mutated Genes

161
AW - ki
4
&
26 B
- E l l .
% E HEN
#*
0
2 Ry) P <
= — S
wing 1 - 20 of 295 models Include 290 unexpanded models COLUMNS v 4 EXPORT v
Name Primary Site Clinical Tumor Tissue Status Age At Acquisition Age At Diagnosis Has Multiple Expansion Status # Mutated Genes # Research # Clinical # Histo-Pathological
Diagnosis (Years) (Years) Models Somatic Variants Variants Biomarkers
HCM-BROD-0648-C71 Brain Glioblastoma Recurrent 68 63 No EXPANDED 5326 7110 0 3 -
HCM-BROD-0227-C43 Skin Melanoma Metastasis 40 40 No EXPANDED 3075 4187 0 0
HCM-SANG-0288-C18 Colon Colorectal cancer Primary 75 No EXPANDED 3228 3908 0 0
HCM-BROD-0569-C43 Skin Melanoma Metastasis 79 78 No EXPANDED 2886 3802 0 1
HCM-CSHL-0426-C18 Colon Colorectal cancer Primary 73 72 No EXPANDED 2701 3183 0 0
HCM-SANG-0273-C18 Colon Colorectal cancer Primary 78 No EXPANDED 2597 2991 0 0
HCM-BROD-0027-C34 Bronchus and lung Lung cancer Metastasis 66 65 No EXPANDED 2313 2868 0 0
HCM-CSHL-0459-C17 Small intestine Rare cancers Primary 57 57 No EXPANDED 2426 2793 0 5
HCM-BROD-0223-C43 Skin Melanoma Metastasis 74 73 No EXPANDED 2187 2679 0 0
HCM-SANG-0282-C18 Colon Colorectal cancer Primary 85 No EXPANDED 2313 2636 0 0
HCM-BROD-0106-C71 Brain Glioblastoma Recurrent 56 52 No EXPANDED 2122 2333 0 3
HCM-SANG-0276-C18 Colon Colorectal cancer Primary 78 No EXPANDED 1768 1976 0 0
HCM-BROD-0334-C43 Skin Melanoma Metastasis 72 70 No EXPANDED 1619 1939 0 1
HCM-CSHL-0174-C22 Intrahepatic bile duct Intrahepatic bile duct canc: Primary 64 64 No EXPANDED 1568 1713 0 0
HCM-BROD-0702-C43 Skin Melanoma Metastasis 70 69 No EXPANDED 1367 1658 0 1
HCM-CSHL-0317-C18 Colon Colorectal cancer Primary 65 64 No EXPANDED 1502 1639 0 0
HCM-CSHL-0729-C18 Colon Colorectal cancer Primary 60 60 No EXPANDED 1433 1572 0 6
HCM-BROD-0025-C16 Stomach Stomach cancer Primary 74 73 No EXPANDED 1330 1422 0 0
HCM-BROD-0681-C71 Brain Glioblastoma Recurrent 52 50 No EXPANDED 1096 1166 0 3
HCM-BROD-0679-C43 skin Melanoma Metastasis 69 68 No EXPANDED 765 878 0 1 .
>
W/ 20 | v |[rows Updated: July 31, 2023 « < 1 2 3 4 5 6 7 8 9 10 > »

© 2023 Human Cancer Models Initiative \ Center for Cancer Genomics

NIH NATIONAL CANCER INSTITUTE

HHS Vulnerability Disclosure \ Help \ Contact Us

hcmi-searchable-catalog.nci.nih.gov
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Landing Page: Catalog Features Highlights

Human Cancer Models Initiative - . ¥ f

Searchable Catalog

Vv Search By Model Name

< sHARE | (@=NETES S

< Use the filter panel on the left to customize your model search.
e.g. HCM-BROD-0051-C64, ...

L Search By Altered Gene(s) [ 2D Versus 3D Growth

Vv Search By Research Somatic Variant

¥

e.g. BRAF, EWSR, ...

e.g. BRAF V60OE, IDH1 R132H, ...

Primary Site

() Pancreas
O Brain
[ colon

([ Esophagus

Models By Primary Site

A\

Fam

‘ Total

-4

Primary Site

Clinical Tumor
Diagnosis

Tissue Status

Has Multiple Models

-

Age At A

(Years)

Age At Diag
(Years)

Has Multiple
Models

Expansion Status

# Mutated Genes

# models affected

Most Frequently Mutated Genes

# Clinical
Variants

# Research €

Somatic Variants Biomarkers

# Histo-Pathological

© 22 More —
> Research Somatic Variant Type (J HCM-BROD-0227-C43 Skin Melanoma Metastasis 40 40 No EXPANDED 3075 4187 0 0
O HCM-SANG-0288-C18 Colon Colorectal cancer Primary 75 No EXPANDED 3228 3908 0 0
Rccn=sdtence () HCM-BROD-0569-C43 skin Melanoma Metastasis 79 78 No EXPANDED 2886 3802 0 1
- Model Type O HCM-CSHL-0426-C18 Colon Colorectal cancer Primary 73 72 No EXPANDED 2701 3183 0 0
(J HCM-SANG-0273-C18 Colon Colorectal cancer Primary 78 No EXPANDED 2597 2991 0 0
= Has Multiple Models .
) HCM-BROD-0027-C34 Bronchus and lung Lung cancer Metastasis 66 65 No EXPANDED 2313 2868 0 0
= Acquisition Site (J HCM-CSHL-0459-C17 Small intestine Rare cancers Primary 57 57 No EXPANDED 2426 2793 0 5
HCM-BROD-0223-C43 Skin Melanoma Metastasis 74 73 No EXPANDED 2187 2679 0 0
@] ki | i
- Clinical Tumor Diagnosis
(0 HCM-SANG-0282-C18 Colon Colorectal cancer Primary 85 No EXPANDED 2313 2636 0 0
> Clinical Stage Grouping O HCM-BROD-0106-C71 Brain Glioblastoma Recurrent 56 52 No EXPANDED 2122 2333 0 3
> Histological Subtype (J HCM-SANG-0276-C18 Colon Colorectal cancer Primary 78 No EXPANDED 1768 1976 0 0
(O HCM-BROD-0334-C43 Skin Melanoma Metastasis 72 70 No EXPANDED 1619 1939 0 1
L i HCM-CSHL-0174-C22 Intrahepatic bile duct Intrahepatic bile duct canc Primar 4 4 No EXPANDED 1 171
aiistoloslcaliciade hepatic bile d hepatic bile d Primary 6 6 568 713 0 0
> Age At Diagnosis (Years) Skin Melanoma Metastasis 70 69 No EXPANDED 1367 1658 0 1
HCM-CSHL-0317-C18 Colon Colorectal cancer Primary 65 64 No EXPANDED 1502 1639 0 0
- Gender
) HCM-CSHL-0729-C18 Colon Colorectal cancer Primary 60 60 No EXPANDED 1433 1572 0 6
_, Available Molecular (J HCM-BROD-0025-C16 Stomach Stomach cancer Primary 74 73 No EXPANDED 1330 1422 0 0
Sharacterizatlons O HCM-BROD-0681-C71 Brain Glioblastoma Recurrent 52 s0 No EXPANDED 1096 1166 0 3
> Neoadjuvant Therapy (0 HCM-BROD-0679-C43 skin Melanoma Metastasis 69 68 No EXPANDED 765 878 0 1
«
- Chemotherapeutic Drug List Available show| 20 | v rows Updated: July 31, 2023 « < 1 2 3 4 5 6 7 s 9 10
- Licensing Required For Commercial Use
> Race

NIH NATIONAL CANCER INSTITUTE

hcmi-searchable-catalog.nci.nih.gov
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Landing Page: Filter Panel and Interactive Search R

L S

Human Cancer Models Initiative

Vv Search By Model Name
CLEAR

MUTATED GENES is and PRIMARY SITE is

esults

Searchable Catalog

< sHARE | [=NETS

e.g. HCM-BROD-0051-C64, ...

4 Search By Altered Gene(s) ‘ Has Multiple Models 2D Versus 3D Growth

’

Models By Primary Site

KRAS ®

KRAS
ENSG00000133703

e.g. BRAF V60OE, IDH1 R132H, ...

Vv Primary Site 3

() Pancreas 39
Colon 13 Sho
(O Rectum 7 (J Name Primary Site Clinical Tumor Tissue Status Age At Acquisition Age At Diagnosi: Has Status # Mutated Genes
0O Extrahepatic bile duct 3 Diagnosis (Years) (Years) Models
© 6 More 0 HCM-SANG-0268-C18 Colon Colorectal cancer Primary 80 No EXPANDED 223
> Research Somatic Variant Type (0 HCM-SANG-0265-C18 Colon Colorectal cancer Metastasis 51 No EXPANDED 208
O HCM-CSHL-0247-C18-B Colon Colorectal cancer Metastasis 76 76 Yes (2) EXPANDED 209
maonseauence ) HCM-SANG-0267-D12 Colon Other Primary 63 No EXPANDED 196
¢ Model Type O HCM-CSHL-0056-C18 Colon Colorectal cancer Primary 75 75 No EXPANDED 188
() 3-D: Organoid 5 (J HCM-CSHL-0164-C20 Colon Colorectal cancer Metastasis 52 51 No EXPANDED 171
0 HCM-SANG-0269-C18 Colon Colorectal cancer Primary 88 No EXPANDED 158
- Has Multiple Models *
(J HCM-CSHL-0247-C18-A Colon Colorectal cancer Primary 76 76 Yes (2) EXPANDED 160
2 Acquisition Site O HCM-CSHL-0063-C18 Colon Colorectal cancer Primary 75 75 No EXPANDED 155
i } s (J) HCM-CSHL-0238-C18 Colon Colorectal cancer Primary 71 71 No EXPANDED 154
= Clinical Tumor Diagnosis -
O HCM-SANG-0284-C18 Colon Colorectal cancer Primary 42 No EXPANDED 141
> Clinical Stage Grouping 0O HCM-CSHL-0461-D12 Colon Other Pre-malignant 54 54 No EXPANDED 109
> Histological Subtype 0O HCM-WCMC-0671-C18 Colon Colorectal cancer Primary 47 47 No EXPANDED 110
Al
- Histological Grade Show| 20 | v |rows Updated: July 25, 2023
- Age At Diagnosis (Years)

Most Frequently Mutated Genes

B My kY
%4//474&

# models affected

<,

/D/yo

| I
o I
t
% e

(] Include 5 unexpanded models

A G &
RS %
v g, %

COLUMNS v 4 EXPORT v

[? # Research # Clinical # Histo-Pathological
Somatic Variants Variants Biomarkers
233 0 0 -
219 0 0
216 1 5
203 0 0
193 0 6
177 0 0
165 0 0
162 1 5
159 1 5
156 0 5
143 0 0
116 0 0
111 1 7

¥

Gender

Available Molecular
Characterizations

v

¥

Neoadjuvant Therapy

¥

Chemotherapeutic Drug List Available

+

Licensing Required For Commercial Use

> Race

NIH NATIONAL CANCER INSTITUTE hcmi-searchable-catalog.nci.nih.gov
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Landing Page: Customized Data Visualization and Export

Human Cancer Models Initiative

Vv Search By Model Name
Q e.g. HCM-BROD-0051-C64, ...
¢ Search By Altered Gene(s)

Q. KrAS

KRAS

ENSG00000133703

Q, e.g. BRAF V60OE, IDH1 R132H, ...

¥ Primary Site

() Pancreas

Colon

() Rectum

() Extrahepatic bile duct
© 6 More

- Research Somatic Variant Type

> Consequence Q
v Model Type Q
(O 3-D: Organoid 13
> Has Multiple Models (2]
= Acquisition Site Q
- Clinical Tumor Diagnosis Q
= Clinical Stage Grouping Q
- Histological Subtype Q
- Histological Grade Q
- Age At Diagnosis (Years)
> Gender Q
5 Available Molecular

Characterizations
- Neoadjuvant Therapy Q
- Chemotherapeutic Drug List Available
- Licensing Required For Commercial Use
- Race Q

) NATIONAL CANCER INSTITUTE

CLEAR

Models By Primary Site

Showing 1 - 13 of 13 models

(J Name

HCM-SANG-0268-C18
HCM-SANG-0265-C18
HCM-CSHL-0247-C18-B
HCM-SANG-0267-D12
HCM-CSHL-0056-C18
HCM-CSHL-0164-C20
HCM-SANG-0269-C18
HCM-CSHL-0247-C18-A
HCM-CSHL-0063-C18
HCM-CSHL-0238-C18
HCM-SANG-0284-C18
HCM-CSHL-0461-D12
HCM-WCMC-0671-C18

‘0000000000000

Show| 20 | v |rows

Primary Site

Colon
Colon
Colon
Colon
Colon
Colon
Colon
Colon
Colon
Colon
Colon
Colon

Colon

MUTATED GENES is and PRIMARY SITE is

Clinical Tumor
Diagnosis

Colorectal cancer
Colorectal cancer
Colorectal cancer
Other

Colorectal cancer
Colorectal cancer
Colorectal cancer
Colorectal cancer
Colorectal cancer
Colorectal cancer
Colorectal cancer
Other

Colorectal cancer

Tissue Status

Primary
Metastasis
Metastasis
Primary
Primary
Metastasis
Primary
Primary
Primary
Primary
Primary
Pre-malignant

Primary

Has Multiple Models

’

Age At Acquisition
(Years)

80
51

76
63
75
52}
88
76
75
71

42
54
47

2D Versus 3D Growth

# models affected

Searchable Catalog

Most Frequently Mutated Genes

Age At Diag|
(Years)

76

75
51

76
75
71

54
47

Updat

v Select All O Reset to Defaults

Primary Site

88

Clinical Tumor Diagnosis
Histological Subtype

Tissue Status

8 0

Acquisition Site
Gender
Race

Age At Acquisition (Years)

a8 00U

Age At Diagnosis (Years)

Disease Status

[

o Biomarkers
0
0
5
0
6
0
0
5
5
5
0
0
7
« <
w

_[ 1 Vital Status

hcmi-searchable-catalog.nci.nih.gov

# Histo-Pathological

4 EXPORT v

13



Landing Page: Customized Data Visualization and Export

.
Vv Search By Model Name c LE R . -
CLEAR | MUTATED GENES is and PRIMARY SITE is y o e I S A PRTLCRN B view LisT

e.g. HCM-BROD-0051-C64,
¢ Search By Altered Gene(s) Models By Primary Site Has Multiple Models ted Genes

KRAS ) ’

Vv Search By Research Somatic Variant

HCM-SANG-0267-D12 o

e.g. BRAF V600E, IDH1 R132H l . .
H a %, S,
4 Primary Site A"U'al |ab|e % %,
() Pancreas 39,
Colon iE M 31 201 9
ay a1,

O Rectum 7 Primary Site Clinical Tumor Tissue Status Age At Acquisiti
() Extrahepatic bile duct 4 Diagnosis (Years) Biomarkers
© 6 More Colon Colorectal cancer Primary 80 0
> Research Somatic Variant Type U Colon Colorectal cancer Metastasis 51 0

O Colon Colorectal cancer Metastasis 76 5
> consequence coon otner primary & HCM-CSHL-0238-C18 o
¢ Model Type 0 Colon Colorectal cancer Primary 75 6
O 3-D: Organoid 13 ( Colon Colorectal cancer Metastasis 52 Aval |a b | e . 0

] Colon Colorectal cancer Primary 88 ) 0
- Has Multiple Models

Colon Colorectal cancer Primary 76 31 202 0 5
> Acquisition Site @] Colon Colorectal cancer Primary 75 J anu ary r

- B . Colon Colorectal cancer Primary 7 5

= Clinical Tumor Diagnosis

) Colon Colorectal cancer Primary 42 0
* EIRIEE S AR eI O Colon Other Pre-malignant 54 0
> Histological Subtype Colon Colorectal cancer Primary 47 H c cs H L 0247 c1 8 m 7
- Histological Grade Show 20 | v |rows « < 1 > »
>

Age At Diagnosis (Years)

Available:
April 30, 2020

v

Gender

Available Molecular
Characterizations

+

¥

Neoadjuvant Therapy

v

Chemotherapeutic Drug List Available

Licensing Required For Commercial Use i Tsv (ALL COLUMNS)

Race

v

v
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Landing Page: Navigating to Individual Model Pages
Human Cancer Models Initiative - 7 ‘ %

4 search By Model Name =
CLEAR | MUTATED GENES is and PRIMARY SITE is PRNTVRN B view LisT

Q. e.g. HCM-BROD-0051-C64, ...

Searchable Catalog

Vv Search By Altered Gene(s) (7} Models By Primary Site Has Multiple Models 2D Versus 3D Growth Most Frequently Mutated Genes

Q. KRAS ®

&~ B
Vv Search By Research Somatic Variant
Q, e.g. BRAF V60OE, IDH1 R132H, ... I . l . . .
0 Kz % >, 7

# models affected

Vv Primary Site Q %, 2,
() Pancreas 39
Colon L, Showing 1-130f 13 models J Include 5 unexpanded models @) | COLUMNS v = L EXPORT v/ |
([ Rectum 7 (J Name Primary Site Clinical Tumor Tissue Status Age At Acquisition Age At Diagnosis Has Multiple ) Expansion Status @ #Mutated Genes ()  #Research @ #clinical @ #Histo-Pathological ()
() Extrahepatic bile duct 3 Diagnosis (Years) (Years) Models Somatic Variants Variants Biomarkers
© 6 More O HCM-SANG-0268-C18 Colon Colorectal cancer Primary 80 No EXPANDED 223 233 0 0 -
> Research Somatic Variant Type Qa (J HCM-SANG-0265-C18 Colon Colorectal cancer Metastasis 51 No EXPANDED 208 219 0 0
O HCM-CSHL-0247-C18-B Colon Colorectal cancer Metastasis 76 76 Yes (2) EXPANDED 209 216 1 5
gCol=sdusnce HCM-SANG-0267-D12 Colon Other Primary 63 No EXPANDED 196 203 0 o
4 Model Type Q O HCM-CSHL-0056-C18 Colon Colorectal cancer Primary 75 75 No EXPANDED 188 193 0 6
O 3-D: Organoid 5 (0 HCM-CSHL-0164-C20 Colon Colorectal cancer Metastasis 52 51 No EXPANDED 171 177 0 0
Colon Colorectal cancer Primary 88 No EXPANDED 158 165 0 0
- Has Multiple Models ()
Colon Colorectal cancer Primary 76 76 Yes (2) EXPANDED 160 162 1 5
= Acquisition Site Q ) Colon Colorectal cancer Primary 75 75 No EXPANDED 155 159 1 5
o . . HCM-CSHL-0238-C18 Colon Colorectal cancer Primary 71 7 No EXPANDED 154 156 0 5
= Clinical Tumor Diagnosis Q
O HCM-SANG-0284-C18 Colon Colorectal cancer Primary 42 No EXPANDED 141 143 0 0
> Clinical stage Grouping QO HCM-CSHL-0461-D12 Colon other Pre-malignant 54 54 No EXPANDED 109 116 0 0
> Histological Subtype Q O HCM-WCMC-0671-C18 Colon Colorectal cancer Primary 47 47 No EXPANDED 110 m 1 7 .
‘ >
= Histological Grade Q Show‘ 20 | v rows Updated: July 25, 2023 « < 1 > » |
- Age At Diagnosis (Years)
> Gender Q
Available Molecular
>
Characterizations 0a
- Neoadjuvant Therapy Q
=

Chemotherapeutic Drug List Available

= Li i quired For C cial Use

+

Race Q

NATIONAL CANCER INSTITUTE
NIH hcmi-searchable-catalog.nci.nih.gov



Individual Model Pages: Available Catalog Data for Selected Model

Human Cancer Models Initiative

Model: HCM-CSHL-0247-C18-A (Expanped)

L7

L

Searchable Catalog

MODEL DETAILS

Model Type 3-D: Organoid
Split Ratio N/A

Time to Split N/A

Doubling Time N/A

Tissue Status Primary

MULTIPLE MODELS FROM THIS PATIENT (1)

7o\ HCM-CSHL-0247-C18-B
\—#' Tissue Status: Metastasis

R AL AELE NOLECUL AR CHARACTERIZATIONS (10)

Model
WGS °
WXS o
RNA-seq °
DNA Methylation °

Tumor

0000

Normal

x x OO0

PATIENT DETAILS

Tissue Status

Gender

Race

Age At Diagnosis (Years)
Age At Acquisition (Years)
Disease Status

Vital Status
Neoadjuvant Therapy
Therapy
Chemotherapeutic Drug
List Available

Clinical Tumor Diagnosis
Histological Subtype
Primary Site

Acquisition Site

TNM Stage

Clinical Stage Grouping
Histological Grade

Primary
Female

White

76

76

Stable disease
Alive

No

N/A

Yes

Colorectal cancer
Adenocarcinoma
Colon

Cecum
T3N2aM1a

Stage IVA

G2

MODEL IMAGES (2)

REPOSITORY STATUS

Date Updated

Date Of Availability
Licensing Required For
Commercial Use

Date Created

EXTERNAL RESOURCES

©ATEC »
Scale-bar length: 1000 pm | Magnification: 4 x

June 15, 2023
April 30, 2020

Yes

May 08, 2020

2 SEQUENCING FILE 2 CASE METADATA (7 MASKED SOMATIC MAF | ™ VISIT PDM-256 TO PURCHASE

VARIANTS

Research Somatic Variants

| ical Variants > Showing 1 - 1 of 1 Variants

Histopathological Name

Biomarkers KRAS A146T
4

Clinical Variants are identified through clinical sequencing testing procedures as reported in the case report forms.

Type

Filter

Frequency

2 0.34%

m NATIONAL CANCER INSTITUTE
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External Resources: Available Data at GDC

m) zASgNB;EQN;;':‘I::?TITUTE # Home ) Projects 4% Exploration @ Analysis £ Repository Q Quick Search Manage Sets %) Login ® Cart n i GDC Apps

® HCMI-CMDC / HCM-CSHL-0247-C18

= Add all files to the cart

88 Summary FILES A
132

Case UUID 7fa8bc57-4bc7-48a5-99fe-98ed02fa17e8

Case ID HCM-CSHL-0247-C18
. ANNOTATIONS S

Project HCMI-CMDC 0 l 4
Project Name NCI Cancer Model Development for the Human Cancer Model Initiative

Disease Type Adenomas and Adenocarcinomas
Program HCMI
Primary Site Colon

p—

File Counts by Data Category File Counts by Experimental Strategy

Data Category Files (n=132)  Experimental Strategy Files (n=132)

Sequencing Reads [} WGS 29w

22

Transcriptome Profiling 81 WXS 61 =
Simple Nucleotide Variation 64 = RNA-Seq 28 ®»
Copy Number Variation 81 Methylation Array 12 0
DNA Methylation 12 v

Clinical 1

Biospecimen 1

Clinical

& Download Complete Set of Clinical Data

Demographic Diagnoses / Treatments (2) Family Histories (1) Exposures (1) Follow-Ups (15)

uuiD 2055ab3d-7479-4645-b2b4-f4718cd4actd
Ethnicity not hispanic or latino

Gender female

Race white

Days To Birth -27936

Days To Death -
Vital Status Alive

Clinical Supplement File

Filename Data format Size Action

& HCM-CSHL-0247-C18.json CDC JSON 169.89KB wm &

m NATIONAL CANCER INSTITUTE portal.gdc.cancer.gov



External Resources: Available Data at GDC

m) NATIONAL CANCER INSTITUTE A Home [y Projects %$ Exploration 4: Analysis € Repository

GDC Data Portal

® HCMI-CMDC / HCM-CSHL-0247-C18

cdede8eb...

Demographic Diagnoses / Treatments (2)

uuiD

Family Histories (1) Exposures (1)

Follow-Ups (15)

cdede8e5-19c5-4576-9647-80d19@a2bfs

Classification Of Tumor

Alcohol Intensity

Age At Diagnosis

Days To Last Follow Up

Days To Last Known Disease Status
Days To Recurrence

Last Known Disease Status

primary

76 years 177 days

Q Quick Search

& Download Complete Set of Clinical Data

Morphology 8140/3
Primary Diagnosis Adenocarcinoma, NOS
Prior Malignancy no
Synchronous Malignancy No
Progression Or Recurrence -
Site Of Resection Of Biopsy Cecum
Tissue Or Organ Of Origin Colon, NOS
Tumor Grade G2
e
Treatments (12)
uuiD Therapeutic Agents Treatment Intent Type Treatment or Therapy Days to Treatment Start
12b4c665-9161-43e7-8c8a-f9f02cad532e - Adjuvant yes 155
3ceb476d-da26-4049-9e85-01383486¢fae - Adjuvant no -
507740ed-af9c-42cb-a53e-50514dc1c882 - - yes 56
621b555f-451f-4d6¢c-81cf-5afda9709a28 Oxaliplatin Adjuvant yes 392
79f83b59-bf84-43e8-be08-6efaa5ab6e5¢ Bevacizumab Adjuvant yes 155
8faa0b0f-541e-4673-94fb-ad1e45b036¢d - Adjuvant no -
9ae03485-c2d9-4e15-a171-38d05aaa5e74 - Neoadjuvant no -
b4e00b9e-2ded-4bce-8ab6-56190e790f04 Oxaliplatin Adjuvant yes 155
cafdb21c-4fc4-40b5-80dc-a1acd5caddb2 Leucovorin Adjuvant yes 392
df082093-a2b9-48a4-8814-486a8d36aec8 Leucovorin Calcium Adjuvant yes 155
f2f83b32-19a8-4529-b36¢-3c32662f1391 Fluorouracil Adjuvant yes 155
fa3c33a2-dale-4b17-b2d0-31911946936a Fluorouracil Adjuvant yes 392
Clinical Supplement Fil
Filename Data format Size Action
& HCM-CSHL-0247-C18.json CDC JSON 169.89KB wm &

m NATIONAL CANCER INSTITUTE portal.gdc.cancer.gov



External Resources: Available Data at GDC

NATIONAL CANCER INSTITUTE : . s
@& Home [ Projects 4 Exploration & Analysis & Reposito Quick Search ~ Manage Sets =) Login Cart 32 GDC Apps
GDC Data Portal i @ Bxp & Analy pository Q g ) Login -+ Cart [ pp

® HCMI-CMDC / HCM-CSHL-0247-C18

Biospecimen & Download
Q  Ssearch WYE sample ID HCM-CSHL-0247-C18-10A
Sample UUID 72daf428-72a1-413c-8414-452beee8476f
@ Samples .
AHCM-CSHL-0247-C18-10A» Sample Type Blood Derived Normal
Portions Sample Type Id 10
AHCM-CSHL-0247-C18-85A Tissue Type Normal
Portions Tumor Code -
AHCM-CSHL-0247-C18-01A Tumor Code Id -
Portions Oct Embedded false
AHCM-CSHL-0247-C18-85M Shortest Dimension =
Portions Intermediate Dimension -
AHCM-CSHL-0247-C18-06A Longest Dimension _
Portions Is Ffpe false

Pathology Report Uuid -

Tumor Descriptor Not Applicable
Current Weight -

Initial Weight -
Composition Buffy Coat
Time Between Clamping And Freezing --

Time Between Excision And Freezing --

Days To Sample Procurement -

Freezing Method -
Preservation Method Frozen

Days To Collection -

Portions 1
Biospecimen Supplement File
Filename Data format Size Action
& nationwidechildrens.org_biospecimen. HCM-CSHL-0247-C18.xml BCR XML 80.33KB = &

) NATIONAL CANCER INSTITUTE portal.gdc.cancer.gov
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HCMI Data in the Genomic Data Commons

17 August 2023

Bill Wysocki, Ph.D. - GDC User Services Lead
Center for Translational Data Science
University of Chicago
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HCMI Data in the GDC

NATIONAL CANCER INSTITUTE

Brief Introduction to the GDC
Available HCMI Data

HCMI Data Download Walkthrough
Controlled Data Access

23
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Introduction to the GDC
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Genome Characterization Pipeline

The Genomic Data Commons '9'

i |
m
I '
The GDC is a data repository for cancer genomics. Tss

This includes molecular, biospecimen, and
clinical data.

Ti mples are pr d
to molecular analyt
Cl | data is harmo d
samples &
clinical data

Molecular analytes
are terized

—
via sequencing and 1 T \.-.
other . >
high-throughput i e
technologies. i t

biospecimen, &
pathology data

Data is processed using a set of standardized
pipelines and stored in a flexible data model.

analysis by users in
the data portal or

by download.
Raw sequencing &

other characterization
data

Data is submitted by researchers to be processed
and eventually released to the wider research P o Genonic Data Commons
community

1010101 010;
1101110

Network researchers
analyze the data and
publish results.

00 1000 100

Raw,
harmonized &
derived data

Researchers around the world
access de-identified clinical and
harmonized genomic data.

& 5
T

s

. »

Research Community
) NATIONAL CANCER INSTITUTE cancer.gov/ccg



GDC Data Summary — August 2023 — Data Release 37

~3.8 PB of data across 932K data files
86,962 cases across 78 projects
2.9 million explorable somatic mutations

Data Portal Summary pata Release 37.0 - March 29, 2023

PROJECTS PRIMARY SITES CASES
78 & 68 & 86,962
FILES GENES MUTATIONS
[ 931,047 £ 22,501 4 2,885,293

NATIONAL CANCER INSTITUTE

26



GDC Data

Molecular data — Includes data from multiple experimental
strategies. Harmonized data starts at alignment and includes

downstream derived data.
WXS, WGS, RNA-Seq, Methylation
Clinical data — Uploaded as metadata associated with cases |
(patients) but is also available as supplement files. m
Demographic, Diagnosis, Exposure, Family History, Pathology g
Biospecimen data — Also uploaded as metadata, but is
associated with samples, portions, analytes, and aliquots. Also

available as supplement files.
Sample, Portion, Analyte, Aliquot, Slides

m) NATIONAL CANCER INSTITUTE 27
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HCMI Data Available in the GDC

Harmonized Data

28



Molecular Data Strategies Available for HCMI

= Alignments available for all NGS strategies

= All samples aligned to the same reference genome

GDC Object
Store

Harmonized

Data

BamToFastqg |————»

Pre-

Quiality
Report

Post-
alignment QC

alignment QC

BAM

m NATIONAL CANCER INSTITUTE

Data Type Specific

Post-processing | |

(e.g. Markduplicates,
IndelRealignment)

Alignment by
Read Groups

|

BAM Sort and
Merge

29



Molecular Data Strategies Available for HCMI

= Whole Exome Sequencing
= Somatic variant calling pipeline — SNVs and indels
= Available raw or filtered

i Variant
Aligned Calls Mutation

DNA Reads Variant Calling

(BAM) (VCF) Aggregation

Bl Data File

B Analysis

m NATIONAL CANCER INSTITUTE

Aggregated
Somatic
Mutation

(MAF)

30



Molecular Data Strategies Available for HCMI

Variant Calling

Variant Calls

(CaVEMan +
Pindel) (VCF)
* Whole Genome Sequencing S\;::c:::sal
. . . o i
= Somatic variant calling pipelines — Structural (VCF)
. Aligned ; :
SNVs, indels, copy number, struct wegg,;‘:ads Variant Calling

(BRASS)

Structural
Variants
(BEDPE)

Copy Number
Variation Copy Number

Calling Segment
(ASCAT) (TXT)

Copy Number

Estimate
B Data File B Analysis (TXT)

m NATIONAL CANCER INSTITUTE
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Molecular Data Strategies Available for HCMI

= RNA-Seq
= Gene expression values available — Read counts
per gene and normalized.
= Transcript Fusion and Splice Junction files are also
available.

m NATIONAL CANCER INSTITUTE

Expression
Quantification
STAR

Aligned
RNA Reads

x3 (STAR)

Structural
Variation
Arriba

[l Data File

Expression
Counts
STAR

Transcript
Fusion
STAR

Transcript
Fusion
Arriba

Il Analysis

32



Molecular Data Strategies Available for HCMI

= Methylation Array
= Raw array files available with germline probes removed.
= Methylation Beta Values are also available.

Masked
Methylation
Array

Raw
Methylation
Array

SeSAMe Methylation
Pipeline Beta Values

Bl DataFile B Analysis

m NATIONAL CANCER INSTITUTE
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HCMI Data Download Walkthrough

Use Case: Downloading RNA-Seq Gene Expression Data

34



HCMI Case Page

@ HCMI-CMDC / HCM-CSHL-0247-C18

BB Summary

Case UUID
Case ID
Project
Project Name
Disease Type
Program

Primary Site

File Counts by Data Category

7fa8bc57-4bc7-48a5-99fe-98ed02fal7e8

HCM-CSHL-0247-C18

HCMI-CMDC

NCI Cancer Model Development for the Human Cancer Model Initiative
Adenomas and Adenocarcinomas

HCMI

Colon

File Counts by Experimental Strategy

™ Add all files to the cart

FILES A
122 -

ANNOTATIONS )
0 C@

Data Category Files (n=132) Experimental Strategy Files (n=132)
Sequencing Reads 22 » WGS 29 »
Transcriptome Profiling 8 1 WXS 61 =
Simple Nucleotide Variation 64 = RNA-Seq 28 »
Copy Number Variation 8 1 Methylation Array 12

DNA Methylation 12 1

Clinical 11

Biospecimen 11

m> NATIONAL CANCER INSTITUTE 35




HCMI Case Page

@ HCMI-CMDC / HCM-CSHL-0247-C18

BB Summary

Case UUID 7faB8bc57-4bc7-48a5-99fe-98ed02fal7e8

Case ID HCM-CSHL-0247-C18

Project HCMI-CMDC

Project Name NCI Cancer Model Development for the Human Cancer Model Initiative

Disease Type Adenomas and Adenocarcinomas

Program HCMI

Primary Site Colon RNA'Seq 28 L

File Counts by Data Category File Counts by Experimental Strategy

Data Category Files (n=132) Experimental Strategy
Sequencing Reads 22 » WGS

Transcriptome Profiling

™ Add all files to the cart
FILES Y
132

ANNOTATIONS )
0 C@

Simple Nucleotide Variation

DNA Methylation

8
64

Copy Number Variation 8 1
12
Clinical 1
1

Biospecimen

m> NATIONAL CANCER INSTITUTE




HCMI Case Page

@ HCMI-CMDC / HCM-CSHL-0247-C18

BB Summary

Case UUID 7faB8bc57-4bc7-48a5-99fe-98ed02fal7e8

Case ID HCM-CSHL-0247-C18

Project HCMI-CMDC

Project Name NCI Cancer Model Development for the Human Cancer Model Initiative

Disease Type Adenomas and Adenocarcinomas

Program HCMI

Primary Site Colon RNA'Seq 28 L

File Counts by Data Category File Counts by Experimental Strategy

Data Category Files (n=132) Experimental Strategy
Sequencing Reads 22 » WGS

Transcriptome Profiling

™ Add all files to the cart
FILES Y
132

ANNOTATIONS )
0 C@

Simple Nucleotide Variation

DNA Methylation

8
64

Copy Number Variation 8 1
12
Clinical 1
1

Biospecimen

m> NATIONAL CANCER INSTITUTE




HCMI Biospecimen Check

Biospecimen & Download
a [ rna % ] Analyte ID HCM-CSHL-0247-C18-85A-01R
Analyte UUID daf1194b-6af2-492d-b074-342150aee012
S Samples Analyte Type RNA
AHCM-CSHL-0247-C18-10A
Portions Analyte Type Id R
AHCM-CSHL-0247-C18-85A B -
& Portions Amount -
Analytes A260 A280 Ratio 1.97
B Analytes Concentration 0.15
AHCM-CSHL-0247-C18-85A-01R» 1 pectrophotometer Method UV Spec
Aliquots liquots 1
AHCM-CSHL-0247-C18-01A
& Portions
AHCM-CSHL-0247-C18-01A-21 i ]
& Analytes Biospecimen
AHCM-CSHL-0247-C18-01A-21D
Aliquots
LAHCM-CSHL-0247-C18-01A-21R 2 Q | RNA x ]
Aliquots
Slides
AHCM-CSHL-0247-C18-85M & Samples
& Portions AHCM-CSHL-024T-C1B-1 0A
E3 Analytes
: Ana,ﬁes Portions
AHCM-CSHL-0247-C18-85M-01R 3
Aliquots
AHCM-CSHL-0247-C18-06A
& Portions
AHCM-CSHL-0247-C18-08A-11
& Analytes

AHCM-CSHL-0247-C18-06A-11D

A:lh;c-‘;::L-024T-C1B-06A-11R 4 R N A-Se q Sa m p I e S

w NAITIVNAL VANVLVEK INJI111IVIEC



Repository View: Files associated with Case

(¢ Browse Annotations

Files Cases «
Add a File Filter 7fa8bc57-4bc7-48a5-99fe-98ed02fal7e8 Experimental Strategy RNA-Seq £ Advanced Search
v Search Files (2]
Q e.g. 142682.bam, 4f6e2e7a-b... = Files (28) Cases (1) '™ Add All Files to Cart View 1 Case in Exploration
> Data Category Primary Site Project Data Category Data Type Data Format
> Data Type
v Experimental Strategy O ‘
# Files
O Wxs 61
29
O wes . Show More
RNA-Seq
D Methylation Array n Showing 1 - 20 of 28 files 131.43 GB = l:= JSON TSV
> Workflow Type Ev File UUID File Name Cases Project Access Data Category Data Format File Size Annotations
> Data Format 24208746-40da-456 45939b89-9b0f-483f-bceD-e1a150
™ 3-b108-b4cd753934 778d5c.rna seq.genomic.gdc real 1 HCMI-CMDC & controlled Sequencing Reads BAM 16.89 GB 0
> Platform 4d n.bam
> Access 2c98666e-64af-4eb8 HCMI-CMDC.7¢c6¢769a-fbc2-46bb
= -b6e6-2da66720a7b -bb62-50f7026293f1.star fusion.rn 1 HCMI-CMDC & controlled Structural Variation BEDPE 661 B 0
e a_fusion.bedpe
m) NATIONAL CANCER INSTITUTE 39



Repository View: Files associated with Case

Files Cases

Files (28)

Cases (1)

v Search Files (2]
Q | e.g. 142682.bam, 4f6e2e7a-b... w

> Data Category

> Data Type

v Experimental Strategy O

' #Files |

O WXs 61

0 WGS

RNA-Seq

(J Methylation Array m

> Workflow Type
> Data Format
> Platform

> Access

Showing 1 - 20 of 28 files

=]~ File vuD

=

Primary Site

131.43 GB

Project

File Name

24208746-40da-456 45939b89-9b0f-483f-bcel-e1al50
3-b108-b4cd753934 778d5c.rna seq.genomic.gdc real
4d n.bam

2c98666e-64af-4eb8 HCMI-CMDC.7c6¢769a-fbc2-46bb

-b6e6-2da66720a7b -bb62-50f7026293f1.star fusion.rn
e a_fusion.bedpe

Data Category

Data Type

(3

Show More

Cases Project Access Data Category

1 HCMI-CMDC @& controlled Sequencing Reads

1 HCMI-CMDC @ controlled Structural Variation

BAM

BEDPE

(¢ Browse Annotations

«
Add a File Filter ‘ 7fa8bc57-4bc7-48a5-99fe-98ed02fal7e8 Experimental Strategy RNA-Seq ‘ £ Advanced Search
'™ Add All Files to Cart View 1 Case in Exploration

Data Format

Data Format File Size Annotations

16.89 GB

661 B

JSON

m> NATIONAL CANCER INSTITUTE
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Repository View: More Filters

Files Cases «

Add a File Filter

v Search Files (2]
Q  e.g. 142682.bam, 4f6e2e7a-b... m
> Data Category
v Data Type
# Files

(J Aligned Reads n
(J Transcript Fusion n
(] Gene Expression Quantification n
(J Splice Junction Quantification n
> Experimental Strategy D
v Workflow Type

# Files
(J STAR - Counts a
(J Arriba n
() STAR 2-Pass Chimeric 4]

[J STAR 2-Pass Genome

&) FieuuD

7faBbc57-4bc7-48a5-99%fe-98ed02fal7e8 Experimental Strategy RNA-Seq

'™ Add All Files to Cart View 1 Case in Exploration

Data Format

Primary Site Project Data Category Data Type
Show More
Showing 1 - 20 of 28 files 131.43 GB

File Name Cases Project Access Data Category

24208746-40da-456 45939b89-9b0f-483f-bce0-e1a150

3-b108-b4cd753934 778d5c.rna seq.genomic.gdc real 1 HCMI-CMD@ @& controlled fjSequencing Reads
n.bam

2c98666e-64af-4eb8 HCMI-CMDC.7c6c769a-fbc2-46bb

-b6e6-2dab6720a7b -bb62-5017026293f1.star fusion.rn 1 HCMI-CMD@ & controlled§Structural Variation

a fiicinn hadna

m> NATIONAL CANCER INSTITUTE

(¢ Browse Annotations

% Advanced Search

Data Format File Size Annotations




Repository View: More Filters

Files Cases
Add a File Filter
v Search Files (?)
Q | e.g. 142682.bam, 4f6e2e7a-b... m

«

(¢ Browse Annotations

7faBbc57-4bc7-48a5-99fe-98ed02fal17e8
Data Type Gene Expression Quantification Experimental Strategy RNA-Seq

&5 Advanced Search

Files (4) Cases (1) '™ Add All Files to Cart View 1 Case in Exploration

> Data Category
v Data Type ':) Primary Site Project Data Category Data Type Data Format

# Files
() Aligned Reads n
(] Transcript Fusion n
Gene Expression Quantification n
() Splice Junction Quantification n
> Experimental Strategy D) Show More
v Workflow Type Showing 1 - 4 of 4 files 16.89 MB = I | JsoN

f Flee gv File UUID File Name Cases Project Access [PData Category Data Format File Size Annotations
(] STAR - Counts n

f900d2a4-f3a6-4268-97ab-319307f37
77528506-9698-483e-
SData rormat = b01 9—d8b005aa332Be d6.rna seqg.augmented star gene co 1 HCMI-CMDE & open flranscriptome Profiling TSV 4.22 MB 0
unts.tsv
2l 1016d0b2-d30e-4c8d-bcb5-1a5f0b29
-d30e-4c8d-bcb5-1a
0228ad1c-d5ac-4938-
>Access - ,__,au_,(_;,m,_ainm 1f2e.rna_seq.augmented star gene c 1 HCMI-CMDE & open Nranscriptome Profiling TSV 4.23 MB 0
42
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Repository View: More Filters

Files Cases
Add a File Filter
v Search Files (?)
Q | e.g. 142682.bam, 4f6e2e7a-b... m

«

(¢ Browse Annotations

7faBbc57-4bc7-48a5-99fe-98ed02fal17e8
Data Type Gene Expression Quantification Experimental Strategy RNA-Seq

&5 Advanced Search

Files (4) Cases (1) '™ Add All Files to Cart View 1 Case in Exploration

> Data Category
v Data Type ':) Primary Site Project Data Category Data Type Data Format

# Files
() Aligned Reads n
(] Transcript Fusion n
Gene Expression Quantification n
() Splice Junction Quantification n
> Experimental Strategy D) Show More
v Workflow Type Showing 1 - 4 of 4 files 16.89 MB = I | JsoN

f Flee gv File UUID File Name Cases Project Access [PData Category Data Format File Size Annotations
(] STAR - Counts n

f900d2a4-f3a6-4268-97ab-319307f37
77528506-9698-483e-
SData rormat = b01 9—d8b005aa332Be d6.rna seqg.augmented star gene co 1 HCMI-CMDE & open flranscriptome Profiling TSV 4.22 MB 0
unts.tsv
2l 1016d0b2-d30e-4c8d-bcb5-1a5f0b29
-d30e-4c8d-bcb5-1a
0228ad1c-d5ac-4938-
>Access - ,__,au_,(_;,m,_ainm 1f2e.rna_seq.augmented star gene c 1 HCMI-CMDE & open Nranscriptome Profiling TSV 4.23 MB 0
43

m> NATIONAL CANCER INSTITUTE




Repository View: Add Files to Cart

NATIONAL CANCER INSTITUTE . anm
A Home Projects <® Exploration &+ Analysis S Reposito Quick Search Manage Sets Login Cart =22 GDC Apps
m GDC Data Portal @ Pro P e Analy Q 9 + Login = Cart [ op

(¢ Browse Annotations

Files Cases «

Add a File Filter 7fa8bc57-4bc7-48a5-99fe-98ed02fa1768
%} Advanced Search
v Search Files (2] Data Type Gene Expression Quantification Experimental Strategy RNA-Seq

Q | e.g. 142682.bam, 4f6e2e7a-b... m
> Data Category Files (4) Cases (1) | '™ Add All Files to Cart & Manifest View 1 Case in Exploration
v Data Type 'O Primary Site Project Data Category Data Type Data Format
# Files

(J Aligned Reads
(J Transcript Fusion

Gene Expression Quantification

() Splice Junction Quantification

ol -1-1-1:H

> Experimental Strategy Show More
v Workflow Type Showing 1 - 4 of 4 files 16.89 MB = I JSON | TSV
(] STAR - Counts ! F"E &1 Filevup File Name Cases Project Access Data Category Data Format File Size Annotations

m> NATIONAL CANCER INSTITUTE



Repository View: Add Files to Cart

NIH)

Files

GDC Data Portal

Cases

v Search Files

NATIONAL CANCER INSTITUTE

@ Home [ Projects % Exploration & Analysis [RS8

«

Add a File Filter

Q  e.g. 142682.bam, 4f6e2e7a-b... w
Files (4 Cases (1

> Data Category ) M

v Data Type 0 Primary Site Project
# Files

(J Aligned Reads n

(0 Transcript Fusion n

Gene Expression Quantification n

(J Splice Junction Quantification n

> Experimental Strategy 0

v Workflow Type Showing 1 - 4 of 4 files 16.89 MB
#Fles File Name

(J STAR - Counts

g =) - File uup

m> NATIONAL CANCER INSTITUTE

7faBbc57-4bc7-48a5-99fe-98ed02fal7e8
(2] Data Type Gene Expression Quantification Experimental Strategy RNA-Seq

Q Quick Search ~ Manage Sets 4 Login | ™= Cart [ |:ii GDC Apps

(¢ Browse Annotations

& Advanced Search

'™ Add All Files to Cart View 1 Case in Exploration

Data Category

Data Type Data Format

= Iz JSON

Show More

TSV

Cases Project Access Data Category Data Format File Size Annotations
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Cart: Download Files

NATIONAL CANCER INSTITUTE . . . . . - .
A Home Projects  4® Exploration ¢ Analysis & Reposito Manage Sets o = HH
m GDC Data Portal @ Proj P y pository Q 9 » =0
FILES File Counts by Project File Counts by Authorization Level How to download files in my Cart?
4
Project Cases (n=1) Files (n=4) File Size (3=16.89 MB) Level Files (n=4) File Size (3=1689MB) Download Manifest:
e HCMI-CMDC 1 mmm 4 =mm 1689 MB =mm Authorized 4 wmm 16.80 MB =mm et il el et et et e At 2 D s
. Transfer Tool. The GDC Data Transfer Tool is
1 - recommended for transferring large volumes of
data.
FILE SIZE i
16.89 MB H Download Cart:

Download Files in your Cart directly from the
Web Browser.

Download Reference Files:

Download GDC Reference Files for use in your
genomic data analysis.

Cart Items
Showing 1 - 4 of 4 files = 15 | Tsv
Remove File UUID File Name Cases Project Access Data Category Data Format File Size Annotations
77528506-9698-483e-b019-d8b0 f900d2a4-f3a6-4268-97ab-319307{f37d6. L ted st
m = — = fha _seq-augmeniec s 1 HCMI-CMDC &open Transcriptome Profiling TSV 4.22 MB 0
05aa3326 ar_gene counts.tsv
0228ad1c-d5ac-4938-9157-4f773 1016d0b2-d30e-4c8d-bcb5-1a5f0b991f2e. . ted
& A S — ©.[A_S6q.8UgMENte 1 HCMI-CMDC &open Transcriptome Profiling TSV 4.23 MB 0
8edf233 star gene counts.isv

m NATIONAL CANCER INSTITUTE

46



Cart: Download Files

NATIONAL CANCER INSTITUTE . . . . . - .
@ Home Projects %¢ Exploration @ Analysis = Repositol Manage Sets » = HH
m GDC Data Portal @ Proj P y pository Q 9 R
FILES File Counts by Project File Counts by Authorization Level How to download files in my Cart?
4
Project Cases (n=1) Files (n=4) File Size (3=16.89 MB) Level Files (n=4) File Size (7=1689MB) J| Download Manifest:
e HCMI-CMDC | emm 4 =mm 16.89MB =mm Authorized 4 wmm  16.89 MB mmm Download a manifest for use with the GDC Data
. Transfer Tool. The GDC Data Transfer Tool is
1 - recommended for transferring large volumes of
data.
FILE SIZE i
16.89 MB H Download Cart:
Download Files in your Cart directly from the
Web Browser.

Download Reference Files:
Download GDC Reference Files for use in your
genomic data analysis.

Cart Items
Showing 1 - 4 of 4 files = 15 | Tsv
Remove File UUID File Name Cases Project Access Data Category Data Format File Size Annotations
77528506-9698-483e-b019-d8b0 f900d2a4-f3a6-4268-97ab-319307{f37d6. L ted st
m = — = fha _seq-augmeniec s 1 HCMI-CMDC &open Transcriptome Profiling TSV 4.22 MB 0
05aa3326 ar_gene counts.tsv
0228ad1c-d5ac-4938-9157-4f773 1016d0b2-d30e-4c8d-bcb5-1a5f0b991f2e. . ted
& A S — ©.[A_S6q.8UgMENte 1 HCMI-CMDC &open Transcriptome Profiling TSV 4.23 MB 0
8edf233 star gene counts.isv

m NATIONAL CANCER INSTITUTE
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Cart: Download Files

NATIONAL CANCER INSTITUTE
GDC Data Portal

1 a

=)

FILE SIZE

16.89 MB

Cart ltems

Showing 1 - 4 of 4 files

A Home

FILES File Counts by Project
4

Project Cases (n=1)
s . HCMI-CMDC 1 o

[[] Projects

Files (n=4)

4 ommm

%% Exploration & Analysis & Repository Q Manage Sets %

=@

File Counts by Authorization Level How to download files in my Cart?

File Size (3=16.89 MB) Level Files

16.89 MB =mm

(n=4) File Size (3=16.89 MB)

16.89 MB =mm

Download Manifest:

Download a manifest for use with the GDC Data
Transfer Tool. The GDC Data Transfer Tool is
recommended for transferring large volumes of
data.

Authorized 4 o

Download Cart:
Download Files in your Cart directly from the
Web Browser.

Download Reference Files:

Download GDC Reference Files for use in your
genomic data analysis.

& Manifest

I & Cart I

s TSV

m> NATIONAL CANCER INSTITUTE
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Cart: Download File Metadata — Clinical & Biospecimen

NATIONAL CANCER INSTITUTE
GDC Data Portal

NIHY

FILES
4

Project
CASES HCMI-CMDC

[
1 el

=)

FILE SIZE

16.89 MB

Cart ltems

Showing 1 - 4 of 4 files

A Home

File Counts by Project

Cases (n=1)

1 e

[} Projects

Files (n=4)

4 ommm

%% Exploration @& Analysis

€ Repository

File Counts by Authorization Level

File Size (3=16.89MB) Level

16.89 MB mmm Authorized

& TSV

& JSON

Files (n=4)

4 ommm

File Size (3=16.89 MB)

16.89 MB =m

Q Manage Sets =

How to download files in my Cart?

Download Manifest:

Download a manifest for use with the GDC Data
Transfer Tool. The GDC Data Transfer Tool is
recommended for transferring large volumes of
data.

Download Cart:
Download Files in your Cart directly from the
Web Browser.

Download Reference Files:
Download GDC Reference Files for use in your
genomic data analysis.

<. Sample Sheet & Metadata W Remove From Cart ~

= TSV

@

m> NATIONAL CANCER INSTITUTE
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Cart: Download File Metadata — Other

NATIONAL CANCER INSTITUTE .
A Home Projects %® Exploration & Analysis S Reposito Manage Sets W - HH
m GDC Data Portal @ Proj P Y pository Q o » =0
FILES File Counts by Project File Counts by Authorization Level How to download files in my Cart?
4
Project Cases (n=1) Files (n=4) File Size (3=16.89 MB) Level Files (n=4) File Size (3=1689MB) Download Manifest:
CASES HCMI-CMDC 1 emm 4 mmm 16.89MB =mm Authorized 4 mmm 1689 MB =mm Download a manifest for use with the GDC Data
. Transfer Tool. The GDC Data Transfer Tool is
1 - recommended for transferring large volumes of
data.
FILE SIZE s
16.89 MB H Download Cart:

Download Files in your Cart directly from the
Web Browser.

Download Reference Files:
Download GDC Reference Files for use in your
genomic data analysis.

& TSV

+ 1SON Basic Metadata All Possible Metadata
Showing 1 - 4 of 4 files (TSV) (jSON) = = TSV

Cart ltems

m> NATIONAL CANCER INSTITUTE
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Opening Downloaded Files

File will download as a TAR.GZ file

MAC OS will open these files automatically

upon download

Windows will require another program
Two most common are WinRAR and 7-
Zip

When cart is downloaded, each file will be

in a folder named after its UUID.

Will also contain a manifest and any

annotations associate with files. v @8 gdc_download_20230726_164059.167824
v B 0f8d8202-alca-4eal-98b2-c20a6b08479a

nationwidechildrens.org_ssf.TCGA-AN-AOFL.xml
B MANIFEST.txt
n gdc_download_20230726_164059.167824.tar.gz
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Two Additional Download Methods

NATIONAL CANCER INSTITUTE 3 P
m) GDC Data Portal # Home [ Projects % Exploration 4 Analysis Repository

Files Cases «

v Search Files 2] Experimental Strategy E RNA-Seq

> Experimental Strategy

7faBbc57-4bc7-48a5-99fe-98ed02fa17e8

Y E
>Workflow Type 92
>Data Format

Q  ManageSets % =@

(# Browse Annotations

9} Advanced Search

Q  eg. 142682.bam, 4f6e2e7a-b. 2
SRRy Files (28) Gases (1) = Add All Files to Cart View 1 Case in Exploration
>Data Type Primary Site Project Data Category Data Type Data Format

ﬁg.

Show More

= If JSON | TSV

> Platform
v Access
bias wing 1 - 20 of 28 files 131.43GB
O controlled
O open ] ~ FileUUID  File Name Cases Projel

4593989-9b0f-483f-

Data Portal

DTT

d": "c6bf94a6-9940-4155-86b4-bbb10875dbdb",
ata_format": "BEDPE",
controlled",
TCGA-BRCA.88cae21a-4890-4fdd-a678-c4864620942c.star_fusion.rna_fusion
"f79ea5d2-6ad1-42c1-9928-1973c0e@413b",
: "Structural Variation",

ructural_variation",
ile_size": 229,
reated_datetime": "2021-12-14T00:10:13.746858-06:00",

pdated_datetime": "2022-01-19T1 0.311996-06
ile_id' 6bf9426-9940-4155-86b4-bbb10875dbdb"
"“released",
"experimental_strategy! "RNA-Seq",

"data_release": "32.0 - 37.0"

GDC API

v Access

(] controlled

open

Reminder: Download of
controlled-access files requires
dbGaP access and login
through the GDC Data Portal.
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Controlled Access Data
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Controlled Data in the GDC

Files in the GDC are either open or controlled-access.
Controlled files usually contain identifiable information, such as genomic sequence
Open files may contain derived and much less identifiable information.

Exp. Strategy ______ Open Controlled

Whole Exome

Whole Genome

RNA-Seq

Methylation

Clinical / Biospecimen

Masked somatic
mutation (MAF)

Copy number variation
(TXT/TSV)

Gene expression (TSV)

All
All

Alignments (BAM)
Unfiltered variants (MAF/VCF)

Alignments (BAM)
SSM variants (VCF)
Structural variants (VCF/BEDPE)

Alignments (BAM)
Splice junction (TSV)
Transcript fusion (BEDPE)

N/A
N/A
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Obtaining Access to Controlled | CJNENEG_ &
Data in the GDC Commons Account —>

eRA Commons ID requires information about the
users, their research, and their institution.
Researchers working with academic institutions can
often get help from those institutions to navigate the
eRA application process.

Obtain dbGaP

Access

d

e Obtain Access to
Research Project
through dbGaP

l

Q Grant Access to

Individuals in your
Lab through dbGaP

o

(5

Login to the
GDC Data Portal
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Obtaining Access to Controlled
Data in the GDC

Obtain an eRA :

eRA Commons ID is used to log in to dbGaP
The Pl of the group logs into dbGaP and creates a

dbGaP project.

Obtain dbGaP
Access

9 Obtain Access to
Research Project
through dbGaP

Specific data sets are added to the project during
registration. Data sets are specified by their PHS
number.

For the HCMI data set, this number is phs001486
Each data set has its own policies, which are outlined
when the data set is added to the dbGaP project.

!

0 Grant Access to 6

Individuals in your [
GDC Data Portal
Lab through dbGaP e

Log in to the
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Obtaining Access to Controlled [JNENG_—_
Data in the GDC Commons Account % Access

Obtain dbGaP

Once the PI’s access to the data set is approve, they © Obtain Access to

Research Project

can provide access to team members. through dbGaP
Usually this applies to members of a research
laboratory, contact dbGaP with any uncertainty. \L
Team members must have eRA Commons IDs to be O Crant Access to

granted access. Individuals in your
Additionally, they must have logged into dbGaP at R

least once before.

-

(5

Log in to the
GDC Data Portal
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Obtaining Access to Controlled
Data in the GDC Commons Account

Obtain dbGaP
Access

Obtain an eRA

Log into the GDC Data Portal using the eRA Commons ID.
Permissions from dbGaP will be applied automatically. You will O onr

Obtain Access to
have access to any controlled data set you are approved for. Research Project

Other Options: through dbGaP

User Profile: Shows which projects your account has access to
Download Token: Downloads a token that can be used to download \L
controlled GDC data through API or Data Transfer Tool

0 Grant Access to
Individuals in your
Lab through dbGaP

(5

Log in to the

GDC Data Portal

Q Quick Search  Manage Sets | %) Login I = Cart ) i3 GDC Apps Q Quick Search  Manage Sets | ERA_COMMONS_ID ~

& User Profile
& Download Token
'@ Logout

& Clinical

<. Biospecimen

® Cart [ i GDC Apps
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Useful Links

GDC Portal — https://portal.gdc.cancer.gov

EABISNB;EQN;:;{:T“TUTE [} Projects 4% Exploration &= Analysis £ Repository Q Quick Search Manage Sets %) Login ™ Cart n ii: GDC Apps

Harmonized Cancer Datasets & et by Major Primary Site

Genomic Data Commons Data Portal

Get Started by Exploring:

I} | Projects %% | Exploration @ | Analysis £ | Repository

Q e.g. BRAF, Breast, TCGA-BLCA, TCGA-A5-A0G2

Data Portal Summary pataRelease 37.0 - March 29, 2023

I I | | | | | |

PROJECTS PRIMARY SITES CASES

78 & 68 o 86,962

FILES GENES MUTATIONS

[11931,947 £ 22,501 4 2,885,293

) NATIONAL CANCER INSTITUTE
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https://portal.gdc.cancer.gov/

Useful Links

GDC Documentation — https://docs.gdc.cancer.gov

API ~ Data Portal ~ Data Submission ~ Data Transfer Tool ~ Data Dictionary ~ Data ~ Encyclopedia Q

NCI Genomic Data Commons (GDC)

Documentation

A place where researchers, data submitters and developers

can find detailed information on GDC processes and tools.

Q MWhat are you looking for?

m NATIONAL CANCER INSTITUTE 60


https://docs.gdc.cancer.gov/

Useful Links

GDC Website — https://gdc.cancer.gov

Cases by Major Primary Site

m NATIONAL CANCER INSTITUTE
Genomic Data Commons

About the GDC About the Data Analyze Data Access Data Submit Data

The Next Generation Cancer Knowledge Base

The NCI's Genomic Data
Commons (GDC) provides the
cancer research community with a
unified repository and cancer
knowledge base that enables data
sharing across cancer genomic
studies in support of precision
medicine.

The GDC supports several cancer
genome programs at the NCI Center for
Cancer Genomics (CCG), including The
Cancer Genome Atlas (TCGA) and

Search this website

For Developers

Analyze Data

The GDC Data Analysis,
Visualization, and Exploration
(DAVE) Tools allow users to interact
intuitively with the GDC data and
promote the development of a true
cancer genomics knowledge base.

More about Analyzing Data

Access Data @

i l.‘~

The GDC Data Portal provides a
platform for efficiently guerying and

CCG Web Site = Contact Us [IEULICIEELGEM (52 GDC Apps

/

NATIONAL CANCER INSTITUTE
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https://gdc.cancer.gov/

Useful Links
GDC Help Desk — support@nci-gdc.datacommons.io

m) NATIONAL CANCER INSTITUTE CCG Web Site | Gontact Us £t GDG Apps
Genomic Data Commons Search this website
7

About the GDC About the Data Analyze Data Access Data Submit Data For Developers Support

Support
The GDC provides documentation and support resources to assist users. TECHNICAL QUESTIONS

Explore our support resources »
Monthly Support Webinar

Help Desk: support@nci-gdc.datacommons.io
ANALYZE DATA ACCESS DATA SUBMIT DATA

* GDC Data Portal User's Guide * GDC Data Portal User's Guide * GDC Data Submission Portal Join the GDC User Listserv

. User's Guide
* Data Analysis FAQs * GDC Data Transfer Tool User's

Guide * Data Types and File Formats

FOR DEVELOPERS W Twitter
* Data Access FAQs ® Data Submission FAQs

* GDC API FAQs National Cancer Institute

ADDITIONAL CONTACT INFORMATION

®* GDC API User's Guide

medicine.

[ ——

| Access Data m
The GDC supports several cancer J
genome programs at the NCI Center for i
Cancer Genomics (CCG), including The

The GDC Data Portal provides a
Cancer Genome Atlas (TCGA) and o . )

m NATIONAL CANCER INSTITUTE
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Help us prioritize future HCMI model releases

64

Hundreds of models from over a dozen different tissues
have not yet entered our release pipeline:

= Bladder = Connective and soft tissue = Kidney = Pancreas
= Blood and lymphatic system = Esophagus = Liver = Skin

= Brain = Gynecological tissue = Digestive tract = Stomach
= Breast = Head and neck = Lung = Thyroid

1. Browse and search these unreleased models at ATCC
= Use the “Submit your Input” button on the HCMI Landing page
= Direct link: www.atcc.org/hcmi-input

2. Explore them at the HCMI Searchable Catalog

= Look for the “unexpanded model” toggle near the top ==

nclude 290 unexpanded maodels

3. Email us which models are most relevant for your research

= Contact us at: hcmi@atcc.org



http://www.atcc.org/hcmi-input
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